ABSTRACT We report here the draft genome of Solibacillus kalamii ISSFR-015, isolated from a high-energy particulate arrestance filter aboard the International Space Station. The draft genome sequence of this strain contains 3,809,180 bp with an estimated GϩC content of 38.61%.
of strain ISSFR-015 T was 3,809,180 bp in length with an estimated GϩC content of 38.61% and with 64 tRNA genes and 18 rRNA (eight 5S, six 16S, and four 23S) genes.
Accession number(s).
The genome sequences of S. kalamii ISSFR-015 have been deposited at DDBJ/ENA/GenBank under the accession number NHNT00000000.
